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Ferdows and Sarayan Brassicaceae Blue mustard
5,8 9l u> e
95 6 6 e Hordeum murinum
Birjand, Ghaen and Ferdows Poaceae Mediterranean barley
3 9 bl
0r905° 9 ORI M2y obancds S dile .
Birjand, Sarayan and 7 ol P veed Polygonum avicular
Ferdows olygonaceae wamp smartwee
L NEPRME Lgens S
Ol 9 099 e 4 OFRS = Malcolmia africana
Ghaen, Ferdows, Sarayan Brassicaceae African Rocket
dolos
(hjelz) wiz olyusiz .
3 Common Chenopodium album
Birjand (Chah zini) Chenopodiaceae
lambsquarters
ele) Vs ;
(helz) Sz 1 9% Rt Melilitus indicus
Birjand (Chah zini) Fabaceae Alfalfa

o aaBo e b aSlas aaBo VO e alols 4 Shis

LacSaly 55, i Blod jl Liang 50,5 2L51 |
Vo0 o Job o bSalr )5 @iz lie 08 (o)
Anthos 2000 Jo—s )l Soid olSiws 10 gl
5 baige (285 )18 ot 5550 (Ll H9iS cle)
SSaly )5 @iz a5 wb ad)F s Cde (S)se

u..i:L.\.a)_:‘).: d._m)|).:yl_:)_]aa~>)9.4 d.JjAJL:OM)LM
OBJ‘SQMML.:LOM)LM s.i{bL?- 6)9; ud.}

(Y1 (S5 599 pmw 905

TuMV U Soodl 4y S sSie sladiges pol> aiss o
DSMZ) sgy5 ol slagoly 5T 5l solinl L
DAS-ELISA’ 1| 8 b3 gguil (39031 L 5 (o]
Sl oolinl 5y50 28y 085 8 olalid 5550
Clark & ) ssm iy 4 So cuSe2ulS 5 indigr s
(Adams, 1977

1- Enzyme linked immunosorbent
assay-double antibody sandwich
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Fig. 1. Infected Goldbachia laevigata by TuMV collected from saffiron fields of South Khorasan
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Fig. 2. Phylogenetic tree obtained from the alignment of nucleotide sequences of the Coat protein of TuMV

from one Iranian isolates of weed
For each sequence the name of isolate, country of origin, host and accession No. are indicated.
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Abstract

Turnip mosaic virus is a member of family Potyviridae, genus Potyvirus, have the widest host range in
Potyviruses. Weeds are reservoir plants for viruses and have an important role in this epidemiology. In order
to identify the wild hosts of TuMV in saffron fields, 44 samples were collected during April 2017 from Ghaen,
Ferdows, Sarayan and Birjand cities of South Khorasan province. TuMV were detected by ELISA and RT-
PCR. Positive samples were sequenced and then analyzed by Phylogenetic software. Among 44 samples,
Goldbachia laevigata was positive in ELISA and this isolate (KHo.IR) was amplified 864 bp of Coat protein
gene using RT-PCR. In phylogenetic tree of KHo.IR and 29 isolates of gene bank, four groups were formed
that KHo.IR was in Group Basal BR. Homology matrix of KHo.IR and 29 gene bank isolates showed that the
closest gene bank isolate was from Italy with 93.6% homologies and the furthest isolate was from Canada
with 87.6% homologies. According to the results, Goldbachia laevigata serves as a reservoir plant of TuMV in
saffron fields. This is the first survey of TuMV on weeds of Iranian saffron fields.

Key words: Coat protein, Goldbachia laevigata, Phylogeny, Saffion.



